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Tweeted by 3 Eight of the 13 symptomatic taro samples tested positive for potyvirus in both tests, whereas the three nonsymptomatic taro leaves tested negative. To identify the specific potyvirus involved, amplicons (332 bp) of the NIb region that were generated by RT-PCR using universal potyvirus-specific primers were sequenced (accession MH036416) (Wang et al. 2017 ). BLASTn analysis of the sequences showed that this virus shared 87% nucleotide identity with a DsMV isolate from Florida (AF048981). Two additional sets of primers were also used to further characterize the isolate: DsMV gene CI-specific primers DMV 5708-5731- 
